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Droplet-Based Digital Microfluidic Genome Sequencing
» 454 (Roche)

Single-Molecule DNA Sequencing with Engineered Nanopores
Electronic Sequencing in Nanopores

Real-Time DNA Sequencing % SOL'D (App“ed B|Osystems)

Massively Parallel Cloning and Sequencing of DNA

Modulating Nucleotide Size in DNA for Detection by Nanopore O SO|exa (”IUm'na)
Haplotype Sequencing via Single Molecule Hybridization

Sequencing a DNA Molecule using a Synthetic Nanopore

Real-time Multiplex Single-Molecule DNA Sequencing

Bead-Based Polony Sequencing

Ultra High Throughput DNA Sequencing System Based on Two-Dimensional

Monolith Multi-Capillary Arrays and Nanoliter Reaction Volume

$100,000 Genome Using Integrated Microfluidic CE
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Genome sequencing in

microfabricated high-density

picolitre reactors. DNA, + Nucleotideo Al DNA,
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Polymerase/
j ACCTTGAGTACCATCTAGGA ————
' \AGATCCT———
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reacdo de PCR em
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' fragmentacdo  ligagdo dos
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Oligo

* 2 primeiros nucleotideos
— dinucleotideo especifico
* nucleotideos 3-5
— degenerados

¢ nucleotideos 6-8 pode ser inosina.

CGNNNIT1

Procedimento

1. Prime and Ligate 4. Cleave off Fluor

i i olll rd -PéH\
Anela primer e liga 6ligo e FTI[T] - € o
Trata as extremidades i, L
& it o+

i
e TA Tempite Sequence &

Captura a fluorescéncia

Remove o fluoroforo 2.Image 5 Fameemnas 5. Repeat steps 1-4 to Extend Sequence

Deixa um pentanucleotideo ligado %~ Uigation cyle 1
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il (Banady R g

3 ¢ 5 B 7.imoycles)

Repete o procedimento (5-7x)

Denatura

3. Cap Unextended Strands 6. Primer Reset
e g p e e, 2 Prmerreset /1. Mot of awtandd
(comprimento n-1) o . wey -




1
Universal seq primer (n-1)

8-

8. Repeat Reset with , n-2, n-3, n-4 primers

Read Position |0| 1] 2|3]4|5s|7(8 13)14[15[r6]17]1g]rg

s | sl |
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2 Unversgl seq primer in-1)
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3 Unversg sea primor in-2)

4 Un m'sﬁa\ seq primer (n-3] Double Interrogation

5 Universgl sea primer in-d)
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