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Procedimento enzimdtico
(Sanger, 1977)

A posigdo das bases é determinada pelo
tamanho dos fragmentos obtidos
através de reagdes de
polimerizagdo
na presenga de
dideoxinucleotideos.
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Polimerizacdo de DNA
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AGACTTGTCACAATGACTATAACGAA
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ATGCTTCTGGCAGATCTGAACAGTGTTACTGATATTGCTT

TACGAAGACCGTCTAGACTTGTCACAATGACTATAACGAA
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Seqiienciamento de DNA
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Seqlienciamento de DNA
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ATGCTTCTGGCAGATCTGAACAGTGTTACTGATATTGCTT
ATGCTTCTGGCAGATCTGAACAGTGTTACTGATATTGCTT
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Seqiienciamento de DNA
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Nucleotideos Radioativos

o
s | R
Wiaw | 4w
Elgin =
Em'aJa Biologia Computacional osson
EFelipe R.da Silva I L i




e —_ —
CTTCTGGC _— cHeTS ==
cist CTTCTGG
CTGRCAG — cHicics —_—
o — CTTETGGEA —
CTTCTGGGAGA —_—— cHiclecks =
CTTCTGGEAGATC cHcteaa __
e CTTCTGGEAGA: =
e CTTCTGGCAGATC
Herceicls, —= ST =
CTTCTGGCAGATCTGAA cHelaaae G<3AA
BT, CTTCTGGCAGATCTGA
CTGRCAGATCTGAACA —_ cHieicaate —
e, CTTCTGGEAGATCTGAAC —
CTTCTGGGAGATCTGAAGAGT — cHel T —
CTTCTGGCAGATCTGAACAGTG, — cHela T
gy CTTCTGGCAGATCTGAACAGT
ey CTTCTGGCAGATCTGAACAGT! —
T —=_ EHe I =
CTTC CAGTGTTAC - ¢ H —
ST RRCACATETRAACAGTRTTAS T — e —_—
g CTTCTGGCAGATCTGAACAGTGTTAC
AT, —-= AL T =
CTTCTGGCAGATCTGAACAGTGTTACTGA el na et
et A = CHele i
CTGRCAGATCTGAACAGTGTTACTGA: —_ el aaTIaaIctic =
G, CTTCTGGCAGATCTGAACAGTGTTACTGATA —
S A = o =
dosdiiisiang o
CTTC GTTAC c CIATA
M GATC Al e
En™, CTTCTGGCAGATCTGAACAGTGTTACTGATATTGETT ™ AT AR
e e BilogiaComputacionalwosin] EmQZpd™> GRCAGATCTGRACAGTGHTACTGATATIGCTT
&l kst
oo g e BioogiaComputacional oson|
i 200

Eelipe R.da Silva.

ELUR
IR B

I A

Felipe R, da Silva




ubifiit

L ]
Alsfasna

Color of Raw Data on | Golof of Raw Data
Acceptor | ABI Prigm 3700or 110 | on ABI Prizm 377
Terminator Dye Electropherograms | or 373 Gel Image
0 GGG Green Green
c GROX Red Red
< dR11D Biue Blue
T ATAMAA Black Vel

Wt ke tom by

[ EMSSON WTENSTY

[

o 0 G0 B 640 B9

0 S D

N G )
WAVELENGTH (i WAVELENGTH {rr)
—— 70— TAMRA —— R —— R0 —— JTAIRA —

Biologia Computacional osion|
Eelige R, da Silva Mica Seo 2000

prd jia Con n a
Em &pPa g 7 dasiia SilogiaCompuiacionl s

Tabbe 346 ADI Pres 315, AL 373 wih g Fies Wesel 853 AR PRESM 37T
Chemstry i o

|m BigDys BagOye

Tarminatin | Tarmiousi | Prsar
ML Bacusnciog Appiestion
S v v —rugh Broughpt [l 3 [}
S s v bt Swoasgend 5 - (]
e T
| parmirs masmons 6 8¢ netsrsarpstess
Comparsm " T "
| nermane maamacrn, 3 13 tarsaypne:
BT " " T
(o ot i poerant 0 ® 0
e X v w 0
[Cton s veavinon hewarsdl Eoman 0 " "
 Cht: kit ot premasrs 5 L] L]
Sequmce Comtert
[GCrch b L] - L]
e 0 0 0
e e g 0 g
reephyrer &or 7 o33 b w W "
Terg s
P " " "
s " " "
(ke o, i e P ot ) L) s
Bacuras geneme DRA N L] N
B [ L] L]
(PR e Patartavgn 69 5 " "
PR e Parsaraon 3100 W 0 "
e ) N N &
-
Emg, ) - .
pra Zd i R ch Sk BilogiaComputacioai voso

Proc. Natl. Acad. Sci. USA
Vol. 74, No. 2, pp. 560-564, February 1977
Biochemistry

A new method for sequencing DNA

(DNA chemistry/dimethyl sulfate eleavag pip
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Contributed by Walter Gilbert, December 9, 1976
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Procedimento quimico
o ummmm (Maxam & Gilbert, 1977)

separagdo
das fitas

P
TT T T T T T T T T TTrrTT
reagdes parciais
declivagens
especificas
TGACGCTGAT
oO>—»
G A+G T+C C
—_—
— T S>—>
8pb | —  — G ->
_ A -
—_— —c |
S| — c| ¢ o
— —|c|$
= T2
2pb o — — c |3
— A @

Enyy 7P desnaturante de poliacrilamida (uréia 8 M)
Eclipe R, da Silva

Biologia Computacional ossoa
Mol S 200




Em

Seqlienciamento de DNA

ATTCCACACAACATACGAGCCGGAAGCATARRAG
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Segqlienciamento de DNA

1996, tese de mestrado:

2000, tese de doutorado!
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